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Formation Mechanism of D-Amino Acid in Ribosomally Synthesized
and Post-translationally Modified Peptides

Takeshi TSUNODA*

Ribosomally synthesized and post-translationally modified peptides (RiPPs) are one of the important
groups of natural products because of their diverse chemical structures and biological activities. RiPPs are
classified based on their chemical structures and type A linaridins are a small group of linear RiPPs
possessing some threonine-derived dehydrobutyrines (Dhb) also multiple D-amino acid residues like
salinipeptins, and grisemycin. Since there are few examples of the presence of multiple D-amino acid
residues in RiPPs and the enzymes capable of catalyzing such a reaction, we were interested in the
biosynthesis of linaridins. In this report, we demonstrated that two proteins GrmH and GrmL, in the
biosynthesis of grisemycin, make a heterodimer and catalyze multiple dehydration/epimerization reactions
and hydrolysis to remove a leader peptide.
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ZFHEIL7Z. 2OfE, GrmH & GrmL ZEABREERL T 0, KEAEKICIZ 220 A Y O%EFT 5 1 DORIGKRT v
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