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Functional Analysis of Plant Hunger/Command Signals
and Development of High-performance Growth Regulators

Yasuteru SHIGETA™' and Ryo TABATA™

Small secreted peptides are important for plant development and environmental stress response. It is
estimated that more than 1000 potential secreted peptides exist in Arabidopsis genome, however, so far
only very few have been functionally characterized because of the difficulty in mature protein synthesis
and gene redundancy. In this study, I identified the importance of IMA peptide in the iron-deficiency re-
sponse. In addition, I also performed genomics approach (CRISPR/Cas9 genome-editing technique) and
found novel cysteine-rich peptides are essential for iron-deficiency stress response. These analyses may
pave the way for understanding the novel plant peptide signaling.
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