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1) Introduction

Ebola virus causes a severe and often lethal hemorrhagic fever in humans and other mammals, and it
has a mortality rate higher that 80% of infected persons. Ebola relies on viral envelope glycans
(sugars) attached to proteins to infect host cells [1]. Ebola virus uses different routes to gain cellular
entry depending on the cell type. One of this viral gates is the macrophage galactose lectin (MGL)
receptor present on dendritic and macrophages cells on host body. To infect the cell, the viral
glycoprotein attaches to MGL which allows entering into the cell and then progress to the viral
replication [2]. All these evidences lead us to consider MGL as an attractive target to inhibit the
infection of the lethal Ebola virus. The aim of this project was to create an inhibitor that attaches to
MGL receptors and avoid the entrance of the Ebola virus and the consecutive infection (Fig. 1).
Currently, there is a vaccine against Ebola [3], but there is no speciﬁc therapeutics for treatment of
Ebola infection. Until now, several potential small-molecule-based drugs have been developed with
promising results [4]. Nevertheless, due to the likelihood of future outbreaks and generation of mutant
viruses, the development of a variety of anti-Ebola therapeutics is urgent. In here, we developed the
therapeutics that speciﬁcally target and inhibit the entry process of Ebola virus, which lead to the
signiﬁcant contribution for treatment and prevention of Ebola infection in the future.
In previous studies, we have already demonstrated that peptides attached to GalNAc (Nacetylgalactosamine) sugars are recognized by
MGL mainly by sugar moiety with contribution of
the peptidic sequence [5]. Then, in this project we
thought that mimic and multivalency of natural
biopolymers is an elegant approach to increase the
binding avidity to receptors. Further, we could
obtain a collection of novel candidates and
provided key elements of molecular recognition.
Then, in this project, we made the rational design
and obtaining of a chemical library of GalNAc
attached to peptides including one, two or multi sugars to verify the effect of multivalency.
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